Key indicators: single-crystal X-ray study; T = 296 K, P = 101 kPa; mean (C-C) = 0.003 Å; R factor = 0.050; wR factor = 0.166; data-to-parameter ratio = 18.9. organic compounds o1922 Ramli et al.
The asymmetric unit of the title compound, C 16 H 14 N 2 O, contains three independent molecules. The dihedral angles between the quinoxaline and phenyl planes in the three molecules are 82.58 (8), 85.66 (9) and 85.36 (9) . The crystal packing is stabilized by C-HÁ Á ÁO and C-HÁ Á ÁN hydrogen bonds.
Related literature
For the biological activity of quinoxaline derivatives, see: Kleim et al. (1995) ; Abasolo et al. (1987) ; Rodrigo et al. (2002) ; Jampilek et al. (2005) Triclinic, P1 a = 7.4433 (2) Å b = 17.5444 (5) Å c = 18.0598 (7) Å = 118.034 (2) = 100.217 (2) = 92.726 (1) V = 2025.27 (11) Å 3 Z = 6 Mo K radiation = 0.08 mm À1 T = 296 K 0.25 Â 0.21 Â 0.15 mm
Data collection
Bruker X8 APEXII CCD areadetector diffractometer 46425 measured reflections 9750 independent reflections 6445 reflections with I > 2(I) R int = 0.028 Refinement R[F 2 > 2(F 2 )] = 0.050 wR(F 2 ) = 0.166 S = 1.09 9750 reflections 516 parameters H-atom parameters constrained Á max = 0.30 e Å À3 Á min = À0.24 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). Symmetry codes: (i) Àx þ 1; Ày þ 1; Àz; (ii) Àx þ 1; Ày þ 1; Àz þ 1; (iii) Àx; Ày; Àz þ 2.
Data collection: APEX2 (Bruker, 2005) ; cell refinement: SAINT (Bruker, 2005) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: PLATON (Spek, 2009) ; software used to prepare material for publication: publCIF (Westrip, 2010 (Kleim et al., 1995) , antitumor (Abasolo et al., 1987) , and antituberculous activity (Rodrigo et al., 2002] .
They also exhibit antifungal, herbicidal, antidyslipidemic and antioxidative activities (Jampilek et al., 2005; Sashidhara et al., 2009; Watkins et al., 2009) . In this paper, the synthesis and crystal structure of the title compound is presented.
The asymmetric unit of the title compound contains three independent molecules (Fig. 1) . The dihedral angles between the quinoxaline and phenyl planes in the three molecules are 82.58 (8), 85.66 (9) and 85.36 (9)°. The crystal structure is devoid of classical hydrogen bonds. However, the crystal packing is stabilized by C-H···O and C-H···N hydrogen bonds
Experimental
To a solution of 3-methylquinoxali-2(1H)-one (1 g) in 20 ml of dimethylformamide were added benzylchloride (0.72 ml), K 2 CO 3 (0.90 g) and catalytic amont of tetrabutylammonium bromide. The mixture was stirred at room temperature for 24 h. The solvent was removed under reduce pressure and the residue was crystallized in ethanol to afford the crystals of the title compound which were suitable for X-ray analysis.
Refinement
All H atoms were fixed geometrically and treated as riding with C-H = 0.96 Å (methyl), 0.98Å methine or 0.93 Å (aromatic)
with Uĩso(H) = 1.2Ueq(C) or 1.5Ueq(methyl). The H-atoms of the methyl groups C21 and C31 were disordered over six sites each with 0.5 site occupancy factors. A search for solvent-accessible voids in the crystal structure using PLATON (Spek, 2009) showed solvent accessible voids of 110 Å 3 . However, the refinement showed no electron density in the voids.
This indicates that the crystal lost the solvent of crystallization by the time it was used for data collection, without collapse of the crystal lattice. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
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0.0617 (9) 0.0572 (9) 0.0477 (8) 0.0030 (7) 0.0102 (7) 0.0237 (7) (6) 0.0078 (7) 0.0233 (6) O2 0.0898 (9) 0.0995 (10) 0.0531 (7) 0.0288 (7) 0.0113 (6) 0.0425 (7) 
